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Figure 1. (a) Observation points for 25 species across the Greater Hunter study region in NSW,
Australia. Major regional city Newcastle, and the altitudinal peak Brumlow Top within Barrington
Tops National Park are shown. (b) Major vegetation types. The x and y axes indicate easting and
northing (metres) in the Australian Albers coordinate reference system. The lower inset

demonstrates the study site’s location within Australia.
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Figure 2. Quantitative measures of differences between species distribution model variants for all
species: a) Test area under the curve (AUC) calculated across 7-fold cross validation, b) Pearson’s
pairwise correlation coefficient, and Kulczynski’s asymmetric coefficient comparing c) base to other
variants and d) variants to the base. Box represents the interquartile range with horizontal black line
and error bars correspond to median and standard deviation, respectively. Circles represent outliers.
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Figure 3. Conservation prioritisations produced from the SDMs for all species under different model
variants. Colour gradient represents priority rank of each cell across the landscape measured

between 0 (least important) and 1 (most important) in terms of biodiversity conservation value.
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Figure 4. Absolute difference in cell rank values between solutions produced with the base SDMs
and each model variant, ordered based on increasing rank difference when no thresholding is used.
The bars give the difference between priority solutions when SDMs have not been post-processed
(no thresholding, dark grey), and when they have been modified with a truncated (intermediate
grey) or binary (light grey) thresholding approach. Error bars represent standard deviation from the

mean for solutions with multiple iterations.
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Figure 5. Overlap of the top and bottom 20%, 10% and 5% priority sites, comparing prioritisations

based on each species distribution model variant to that with the base model. Comparisons are

segregated by versions of model variants with (a) continuous prediction with no post-processing, (b)

truncated thresholding and (c) binary thresholding. Error bars represent standard deviation from the

mean for solutions with multiple iterations.
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